Key indicators: single-crystal X-ray study; T = 296 K, P = 0.0 kPa; mean (C-C) = 0.002 Å; R factor = 0.051; wR factor = 0.151; data-to-parameter ratio = 18.5.
In the molecule of the title compound, C 12 H 12 N 2 O, the quinoxaline ring is planar with an r.m.s. deviation of 0.007 (15) Å . The dihedral angle between the quinoxaline and propenyl planes is 82.1 (2) . The crystal packing is stabilized by offsetstacking between the quinoxaline rings [centroid-centroid distance = 3.8832 (9) Å ].
Related literature
For biological activity of quinoxaline derivatives, see: Kleim et al. (1995) . For their antitumor, and antituberculous properties, see: Abasolo et al. (1987) ; Rodrigo et al. (2002) . For the antifungal, herbicidal, antidyslipidemic and anti-oxidative activities of quinoxaline derivatives, see: Jampilek et al. (2005) ; Sashidhara et al. (2009) ; Watkins et al. (2009) . For bond-length data, see: Allen et al. (1987) . Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPIII (Burnett & Johnson, 1996) , ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and publCIF (Westrip, 2010) . Quinoxaline derivatives were found to exhibit antimicrobial [Kleim et al. 1995] , antitumor [Abasolo et al. 1987] , and antituberculous activity [Rodrigo et al.2002] . They, also, exhibit interesting antifungal, herbicidal, Antidyslipidemic and antioxidative activities of quinoxaline derivatives, see: (Jampilek et al. 2005 , Sashidhara et al. 2009 , Watkins et al. 2009 ).
Experimental
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The dihedral angle between the quinoxaline and propenyl planes is 82.1 (2) ( Fig. 1) . Bond lengths and angles in title molecule are normal (Allen et al., 1987) . The crystal packing is stabilized by offset π-π stacking between the quinoxalin rings.
Experimental
To a solution of 3-methylquinoxali-2(1H)-one (1 g) in 20 ml of dimethylformamide was added allylchloride (0.85 ml),K2CO3 (0.95 g) and catalytic amont of tetrabutylammonium bromide.The mixture was stirred at room temperature for 24 h.Then the solvent was remdove under reduce pressure,the residue was cristallized in ethanol to afford the product.
Refinement
Although found in a difference map, H atoms were introduced in calculated positions and treated as riding with C-H = 0.96 Å for methyl groups, C-H = 0.93 Å for aromatic and C-H = 0.97 Å for methine with U iso (H) = 1.2U eq (aromatic, methine ) or U iso (H) = 1.5U eq (methyl). 
Special details
Experimental. The data collection nominally covered a sphere of reciprocal space, by a combination of seven sets of exposures; each set had a different φ angle for the crystal and each exposure covered 0.5° in ω and 30 s in time. The crystal-to-detector distance was 37.5 mm.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimatedusing the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL datawill be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 −0.3390 (2) 0.34712 (9) 0.06022 (9) 0.0657 (4) (7) 0.0027 (6) N1 0.0443 (6) 0.0358 (7) 0.0413 (6) −0.0016 (5) −0.0024 (5) 0.0006 (5) N2 0.0518 (7) 0.0402 (7) 0.0407 (6) −0.0005 (5) −0.0013 (5) −0.0018 (5) C1 0.0435 (7) 0.0433 (9) 0.0353 (7) 0.0004 (6) 0.0020 (6) −0.0008 (6) C2 0.0527 (9) 0.0550 (10) 0.0452 (8) −0.0061 (7) −0.0038 (7) −0.0033 (7) C3 0.0527 (9) 0.0755 (13) 0.0458 (9) −0.0016 (8) −0.0107 (7) −0.0006 (8) C4 0.0592 (10) 0.0648 (12) 0.0474 (9) 0.0098 (8) −0.0080 (7) 0.0103 (8) C5 0.0568 (9) 0.0471 (9) 0.0460 (8) 0.0046 (7) −0.0014 (7) 0.0053 (7) C6 0.0416 (7) 0.0415 (9) 0.0352 (7) 0.0006 (6) (9) 0.0518 (9) 0.0069 (7) −0.0059 (8) 0.0015 (7) C10 0.0488 (8) 0.0387 (9) 0.0560 (9) −0.0052 (6) −0.0032 (7) 0.0022 (7) C11 0.0625 (10) 0.0455 (10) 0.0633 (10) −0.0042 (8) −0.0060 (9) −0.0077 (8) C12 0.0696 (11) 0.0701 (13) 0.0602 (11) −0.0030 (9) 0.0008 (9) −0.0162 (9) Geometric parameters (Å, °) Table 1 Offset π-π stacking between the quinoxaline rings.
Cg1 is the centroid of ring N1,C6,C1,N2,C8,C7 and Cg2 the centroid of ring C1-C6. Centroid-to-centroid(Å) plane-to-plane(Å) offset(°) Cg1-Cg2 i 3.8832 (9) 3.509 25.4
Symmetry code: (i) -1+x, y, z.
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